Summary Mitotic chromosomes were studied from the bone marrow of male and female, H. fasciatus fasciatus. A diploid chromosome number of 2n =40 was recorded for the species with a chromosome fundamental number (NF) of 50. The karyotype is divisible into 2 main size groups namely, chromosome pair, number 1 which is the longest and chromosomes 2-40 which fairly intergraded in size. Neither microchromosomes nor heteromorphic pairs were observed. Possible mode of inheritance of chromosome variation in the genus, Hemidactylus also received some comments. lengths of the chromosome complement. Terminology employed in the description of the centromeric position follows that of Abraham and Prasad (1983) .
Results and discussion
For male and female H. fasciatus fasciatus, over 40 well spread metaphase and prometaphase chromosomes were scored from the bone marrow. No heteromorphic chromosome pairs were observed in the 2 sexes (Fig. 1A, B) . The results of the centromeric indices, chromosome nomenclature as well as the fundamental number (NF) are shown in Table 1 .
The karyotype and the idiograms illustrating the centromeric location and length variations are as shown in Figs. 2 and 3 . A diploid chromosome number of 2n =40 was recorded for the species with a fundamental number (NF) of 50. Testes spreads showing cells in diakinesis also gave 20 bivalents (Fig. 1C) . The karyotype of the species is divisible into 2 main size groups on the basis of the individual chromosome length. Group 1 consists of only chromosome pair number 1, which is by far the largest in size and is terminal in shape (Table 1) . Group 2 comprises of chromosome pair numbers 2 to 40, which were always clearly visible in all spreads. They showed an intergrading of sizes as well as a manifestation of variable centromeric locations (Table 1, Fig. 3a ). This group comprises of a median chromosome pair (number 20), 4 nearly subterminal chromosome pairs (numbers 15, 17-19), while the remaining 14 chromosome pairs (numbers 2-14, 16) were terminal.
Karyotypic analyses of Gekkonid species have elucidated 2 prominent features. Firstly, majority of the species possesses a karyotype that is more or less a graded series of telocentric chromosomes with no visible distinction between the macro-and micro-chromosomes (Gorman 1973 , King 1984 . Secondly, there is the near absence of large metacentric chromosomes in the family with majority of the biarmed elements possessing subterminal centromeres (King and Rofe 1976, King 1984 , Adegoke 1985 . Generally, however, the incoherence in the evolution of diploid chromosome numbers vis-a-vis the fundamental number of arms, have rendered the family almost difficult to study especially in any attempt to interpret the evolutionary sequence in their karyotypic inheritance (Gorman 1973 (i) is centromeric index derived from: length of short arm X 100/total length NF =50.
(-) Indicates that centromere is away from terminal position. Fig. 3 . Idiograms of the karyotype of H. fasciatus fasciatus to show a) centromeric location, b) length variation. Cytologia 66 ness in diploid chromosome number of 2n=40-46 in the genus, the fundamental number of arms was variable, 44-80 (Table 2) . Much more interesting, is the observation that the variability in the NF's occurred mostly among the 4 species with the diploid number of 40. It seems probable that the karyotype of 2n = 46 comprising exclusively of telocentric chromosomes recorded for H. bowringii (Nakamura 1932 in Gorman 1973 ), H. frenatus and H. flaviridis (Makino and Momma 1949) most closely represents the ancestral karyotype for the genus. Accordingly, the karyotype with 40 chromosomes must have arisen through the mechanisms of centric fusion coupled with pericentric inversion in 1 or 2 steps resulting in a reduction of the chromosome number. Though this opinion contradicts the view expressed earlier on the evolution of karyotypes in geckos by Gorman (1973) , it is noteworthy that similar mechanisms have also been reported in some gecko species especially the genus, Gehyra (King 1984) . The variable chromosome numbers of 40 and 46 recorded for H .
flaviridis (Table 2 ) create the impression that this was a case of misidentification. We strongly think that there is the need to revisit again the karyotype of this species as better cytogenetic techniques exist now for vertebrate cytotaxonomy. This will shed more light on the species true karyotype. De Smet (1981) reported a karyotype for H. brookii which was found to be morphologically different from that described for another subspecies. Such a variation informed the cytological corroboration of the classification of the subspecies as H. brookii angulatus (Adegoke 1985) . The karyotype obtained for H. fasciatus fasciatus in the recent study, further attests to the karyotypic heterogeneity among Hemidactylus species. The possession of mainly telocentric chromosomes coupled with the fact that the relatively few biarmed chromosomes occurred among the small elements, nonetheless contrasts with the karyotypes described for H. flaviridis (Singh et al. 1970 in Gorman 1973 ), H. brookii (De Smet 1981 and H. brookii angulatus (Adegoke 1985) . The karyotypes described for these species contained many biarmed chromosomes. However, the karyotype of H. fasciatus fasciatus is Gekkonid in structure in that there is an intergrading in sizes of the chromosome elements although chromosome pair, number 1 is longer than others (Fig. 3) .
